ReaderTT.config = {"pagecount":62,"title":"Algorithms overview for Berkeley ITR meeting","author":"Tandy Warnow","subject":"","keywords":"","creator":"Impress","producer":"LibreOffice 7.2","creationdate":"D:20220623205346Z'","moddate":"","trapped":"","fileName":"document.pdf","bounds":[[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825],[1100,825]],"bookmarks":[{"title":"Phylogenetic Tree Reconstruction","page":1,"zoom":"XYZ 0 825 0"},{"title":"Phylogeny","page":2,"zoom":"XYZ 0 825 0"},{"title":"Reconstructing the \u201cTree\u201d of Life","page":3,"zoom":"XYZ 0 825 0"},{"title":"PowerPoint Presentation","page":4,"zoom":"XYZ 0 825 0"},{"title":"Slide 6","page":5,"zoom":"XYZ 0 825 0"},{"title":"Phylogeny Problem","page":6,"zoom":"XYZ 0 825 0"},{"title":"Steps in a phylogenetic analysis","page":7,"zoom":"XYZ 0 825 0"},{"title":"CIPRES research in algorithms","page":8,"zoom":"XYZ 0 825 0"},{"title":"DNA Sequence Evolution","page":9,"zoom":"XYZ 0 825 0"},{"title":"Markov models of site evolution","page":10,"zoom":"XYZ 0 825 0"},{"title":"Phylogeny Reconstruction","page":11,"zoom":"XYZ 0 825 0"},{"title":"Phylogenetic reconstruction methods","page":12,"zoom":"XYZ 0 825 0"},{"title":"Performance criteria","page":13,"zoom":"XYZ 0 825 0"},{"title":"Maximum Parsimony","page":14,"zoom":"XYZ 0 825 0"},{"title":"Theoretical results","page":15,"zoom":"XYZ 0 825 0"},{"title":"Problems with NJ","page":16,"zoom":"XYZ 0 825 0"},{"title":"Neighbor joining has poor accuracy on large diameter model trees [Nakhleh et al. ISMB 2001]","page":17,"zoom":"XYZ 0 825 0"},{"title":"Solving NP-hard problems exactly is \u2026 unlikely","page":18,"zoom":"XYZ 0 825 0"},{"title":"Approaches for \u201csolving\u201d MP/ML","page":19,"zoom":"XYZ 0 825 0"},{"title":"How good an MP analysis do we need?","page":20,"zoom":"XYZ 0 825 0"},{"title":"Datasets","page":21,"zoom":"XYZ 0 825 0"},{"title":"Problems with current techniques for MP","page":22,"zoom":"XYZ 0 825 0"},{"title":"Slide 24","page":23,"zoom":"XYZ 0 825 0"},{"title":"Empirical problems with existing methods","page":24,"zoom":"XYZ 0 825 0"},{"title":"\u201cBoosting\u201d phylogeny reconstruction methods","page":25,"zoom":"XYZ 0 825 0"},{"title":"DCMs: Divide-and-conquer for improving phylogeny reconstruction","page":26,"zoom":"XYZ 0 825 0"},{"title":"DCMs (Disk-Covering Methods)","page":27,"zoom":"XYZ 0 825 0"},{"title":"DCM1 Decompositions","page":28,"zoom":"XYZ 0 825 0"},{"title":"DCM1-boosting distance-based methods [Nakhleh et al. ISMB 2001]","page":29,"zoom":"XYZ 0 825 0"},{"title":"Major challenge: MP and ML","page":30,"zoom":"XYZ 0 825 0"},{"title":"Slide 32","page":31,"zoom":"XYZ 0 825 0"},{"title":"Maximum parsimony (example)","page":32,"zoom":"XYZ 0 825 0"},{"title":"Slide 34","page":33,"zoom":"XYZ 0 825 0"},{"title":"Slide 35","page":34,"zoom":"XYZ 0 825 0"},{"title":"Maximum Parsimony: computational complexity","page":35,"zoom":"XYZ 0 825 0"},{"title":"Slide 37","page":36,"zoom":"XYZ 0 825 0"},{"title":"Observations","page":37,"zoom":"XYZ 0 825 0"},{"title":"Slide 39","page":38,"zoom":"XYZ 0 825 0"},{"title":"Slide 47","page":39,"zoom":"XYZ 0 825 0"},{"title":"Slide 48","page":40,"zoom":"XYZ 0 825 0"},{"title":"Slide 49","page":41,"zoom":"XYZ 0 825 0"},{"title":"Slide 50","page":42,"zoom":"XYZ 0 825 0"},{"title":"A conjecture as to why current techniques are poor:","page":43,"zoom":"XYZ 0 825 0"},{"title":"Using DCMs differently","page":44,"zoom":"XYZ 0 825 0"},{"title":"Slide 53","page":45,"zoom":"XYZ 0 825 0"},{"title":"Slide 54","page":46,"zoom":"XYZ 0 825 0"},{"title":"New DCM3 decomposition","page":47,"zoom":"XYZ 0 825 0"},{"title":"Strict Consensus Merger (SCM)","page":48,"zoom":"XYZ 0 825 0"},{"title":"Iterative-DCM3","page":49,"zoom":"XYZ 0 825 0"},{"title":"New DCMs","page":50,"zoom":"XYZ 0 825 0"},{"title":"Comparison of DCM decompositions (Maximum subset size)","page":51,"zoom":"XYZ 0 825 0"},{"title":"Comparison of DCMs (4583 sequences)","page":52,"zoom":"XYZ 0 825 0"},{"title":"Comparison of DCMs (13,921 sequences)","page":53,"zoom":"XYZ 0 825 0"},{"title":"Rec-I-DCM3 significantly improves performance","page":54,"zoom":"XYZ 0 825 0"},{"title":"Rec-I-DCM3(TNT) vs. TNT (Comparison of scores at 24 hours)","page":55,"zoom":"XYZ 0 825 0"},{"title":"Slide 64","page":56,"zoom":"XYZ 0 825 0"},{"title":"Questions","page":57,"zoom":"XYZ 0 825 0"},{"title":"General comments","page":58,"zoom":"XYZ 0 825 0"},{"title":"Slide 67","page":59,"zoom":"XYZ 0 825 0"},{"title":"Ringe-Warnow Phylogenetic Tree of Indo-European (dates not meant seriously)","page":60,"zoom":"XYZ 0 825 0"},{"title":"Websites for more information","page":61,"zoom":"XYZ 0 825 0"},{"title":"Acknowledgements","page":62,"zoom":"XYZ 0 825 0"}],"thumbnailType":"jpg","pageType":"html","pageLabels":[]};
